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in CLL, 33:155; 34:295 
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34:241 
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in histiocytomas, 30:23 
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in synovial sarcoma, 30:183 
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in uremia (including SCE), 36:55 
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immunoglobulin allotypes Gm and Km, 
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karyotypic stability, 33:155 
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demethylation of DNA, 34:251 
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31:179 

juvenile without bcr rearrangement, 
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leukemia with t(1;22), 34:277 
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34:159 
studies in glioblastoma cell line with 
—13, —13, 33:127 
Double minute chromosomes (DMS) 
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with t(X;18), 30:323 
Fragile sites 
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t(11;14), 31:25 
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cancer breakpoints, 31:1, 5, 9, 17, 25, 
31, 35, 41, 47, 119 
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30:213 
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31:193 
Third MIC Workshop, 32:1 
1q+ in, 31:165 
Hepatitis B 
integration of DNA and chromosome 
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inv(5) in MDS, 31:148 
inv(11)(p15q23) in childhood MDS, 
34:41 
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in B-cell ALL, 30:295 

in benign tumors, 32:11 

in childhood MDS, 34:41 

in chondrosarcoma, 30:145 
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i(8q) or i(9q) in, 33:11 
3p in SCLC lines, 30:213 
Lymphocytes 
breakage in cases with sarcoma, 33:299 
breakage in patients with lymphoma, 
33:51 
new fragile sites, 33:1 
SCE in patients with oral leukoplakia, 
36:177 
Lymphoma 
allotypes (Gm and Km) of 
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Burkitt cell line, 34:63 
Burkitt lymphoma, 31:167; 32:67; 34:63 
C-band studies in cases with, 31:175 
centroblastic lymphoma with +5 and 
t(5;14), 36:173 
chromosome breakage in patients with, 
33:51 
chromosome changes (gaps, breaks) after 
radiochemotherapy, 33:201 
chromosome changes in BL, 32:67 
chromosome changes induced by 
radiotherapy, 30:245 
cutaneous T-cell, 30:65 
cytogenetics of T-cell, 36:123 
different clones in lymphoma, 36:173 
karyotypic heterogeneity in BL, 34:63 
presenting as bone tumor, 36:211 
SCE and effects of drugs in cases with, 
36:89 
secondary blood disorder with Ph and 
5q—, 30:253 
t(4;11) in B-lymphoma, 36:159 
T-cell, 30:63 
unique t(7;15) in child with pre-B 
lymphoma, 36:211 
+5 and t(5;14) in centroblastic, 36:173 


Malignant histiocytosis 
PCC in, 35:37 

Medulloblastoma 
cell line (D283 Med), 34:247 
chromosome changes in, 30:91; 34:247 
i(17q) in, 30:91 
translocations in, 30:91; 34:247 

#1 in, 30:91 

20q13 translocations, 30:91 


Melanoma 
cell line, 32:117; 35:5, 253 
chromosome changes in, 30:201; 35:5, 
253 
chromosome 15 in cell line, 32:117 
dysplastic nevus syndrome, 35:73 
effect of differentiating agents on NOR, 
31:253 
growth factor, 35:253 
HSR in cell line, 32:117 
karyotypes of cell lines, 32:117, 35:253 
multiple chromosome changes in cell 
lines, 35:5 
NOR activity in, 31:253 
ocular melanoma, 32:129 
trisomy 6p in ocular, 32:129 
tumorigenicity of cell lines, 32:117 
#1, 6, and 7 in melanoma, 30:201 
10q24-26 in melanocytic neoplasia, 
30:313 
11p in melanoma, 35:5 
Meningioma(s) 
chromosome changes in, 31:199; 32:11; 
35:55 
dicentrics, their origin, 35:55 
secondary chromosome changes to — 22, 
33:275 
1, 14, 10 and 19 in, 31:199 
—17, —Y in, 31:199 
— 22 in, 31:199; 32:11 
22q— in, 32:11 
Merkel cell carcinoma 
chromosome changes in, 30:152 
cytogenetic studies in, 30:151 
#1 involvement, 30:151 
7q—, +6, +11 in, 33:305 
Mesothelioma 
chromosome changes in, 33:251 
malignant pleural, 33:251 
7, 22, and 1p11-22 in, 33:251 
Methods; see also Techniques 
cytogenetic studies in cells fixed with 
Carnoy’s, 34:159 
DNA in cells fixed with Carnoy’s, 
34:159 
for preparation of rat intestine 
chromosomes, 36:191 
improved PCC, 30:301 
methods for marrow, lymph nodes, 
blood, fibroblasts and tumors, 32:59 
methotrexate and marrow metaphases, 
33:213 
phorbol as a mitogen in tumors, 34:165 
thymidine release synchronization 
technique, 33:213 
MIC Workshops 
second, on ANLL, 30:1—15 
third, on MDS and preleukemia, 
32:1-—10 
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Mitogens 
in CLL, 34:295 
PHA, PWM and EBV, 34:295 
Molecular studies 
ber in acute leukemias, 32:217 
bcr in MDS with Ph-like chromosome, 
35:151 
bcr in PH-negative CML, 33:119; 35:223 
ber in variant Ph translocations, 35:179 
ber studies in Ph+ CML, 35:179 
biotinylated probe, 33:245 
c-Ha-ras-1 homozygosity in adrenal 
adenoma, 30:127 
c-myb in 6q— cell line, 33:83 
c-myc and c-mos in sarcoma, 34:111 
c-myc in colon adenocarcinoma, 33:245 
chromosomal localization of c-myc, 
33:245 
CpG demethylation in CML, 34:251 
Hu-ets-1 in congenital leukemia, 30:233 
in a glioblastoma cell line with — 13, 
-13, 33:127 
in a poorly differentiated sarcoma, 
34:111 
in cells fixed with Carnoy’s, 34:111 
in CMMoL (c-K-ras-2), 35:61 
Ki-ras-2 in ALL cell line, 30:239 
myc amplification in SCLC cell lines, 
30:213 
myeloperoxidase gene and t(15;17) in 
APL, 30:103 
N-myc in neuroblastoma cell lines, 
30:225 
N-myc in retinoblastoma, 30:119; 33:25 
N-myc in Wilms’ tumor, 30:187 
restriction endonuclease (Hpall and 
MspI) studies in CML, 34:251 
18q and #17 and integration site of 
hepatitis B DNA, 30:269 
Monosomy 
in endometrial cancer, 33:67 
in MDS, 33:39 
in secondary leukemia, 36:165 
—5 in M7, 33:111 
—5,—7 in radiotherapy-related 
leukemia, 31:227 
—5,—7 in transformed MPD, 32:157 
—5,-—7,-17 in MDS, 32:1 
—6,—9 in prostatic leiomyosarcoma, 
30:339 
—7 in ANLL, 30:4; 36:165 
—7 in MDS, 31:148, 32:157; 33:39 
—7 in radiotherapy-related leukemia, 
31:227 
—7 in secondary leukemia after 
treatment of HD, 36:165 
—8 in renal cancer, 30:59 
—9 in bladder tumor, 30:35 
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—14,—15,-—18,—22 in leiomyosarcoma, 
30:285 
—17 in meningioma, 31:199 
—21 in ANLL, 32:105 
— 22 in meningioma, 31:199 
—22 in mesothelioma, 33:251 
Mouse 
chromosome changes in cell line 
(uroepithelial), 36:77 
cytogenetic analysis of leukemia, 35:91 
marker chromosome stability, 36:77 
myelomonocytic leukemia in, 35:91 
transformed uroepithelial cells, 36:77 
Multiple endocrine neoplasia (MEN) 
chromosome studies in, 35:273 
fragile sties in, 35:273 
type 2A, 35:273 
Multiple myeloma 
myelodysplasia in, 30:133 
Robertsonian in patient dic(14;14), 
30;133 
Mycosis fungoides 
chromosome changes, 30:65 
Mylodysplasia and myelodysplastic 
syndromes (MDS) 
acquired Robertsonian dic(14;14) in, 
30:133 
bcr-negative in MDS with Ph-like 
chromosome, 35:151 
c-K-ras-2 in CMMoL, 35:61 
chromosome changes in, 30:83, 133; 
32:1, 64 
chromosome study in 85 cases, 33:39 
constitutional chromosome changes and, 
35:243 
del(8)(q22) in RAEB-t, 30:319 
dic(16;22) in t-MDS, 35:143 
distinct clones in, 35:213 
Down syndrome and, 35:243 
i(9p) in secondary MDS after multiple 
myeloma, 36:217 
in MPD in acute transformation, 32:157 
isodicentric X in, 30:45 
MDS changing to MPD, 30:253 
MDS following treated multiple 
myeloma, 30:133 
monosomy 17p and trisomy 1q in, 35:21 
Ph-like chromosome in, 35:151 
secondary MDS, 30:133 
secondary MDS and chromosome 
changes, 31:147 
t(1;3)(p36;q21) in, 33:194 
t(1;7)(p11;p11) in, 30:83; 32:7 
t(1;17) in, 35:21 
t(2;7) evolving to M4, 35:199 
t(3;4) with megakaryoblastic 
proliferation in, 34:5 
t(3;4;9;11;22) in CML, 30:164 


Subject Index 


t(5;12) in CMMoL, 35:61 
t(11;21) in, 34:33 
t(Y;1)(q12;q21) in, 34:285 
Third Workshop on, 32:1 
trisomy 1q and monosomy 17p in, 35:21 
5q— and Ph in MDS after treatment of 
gastric lymphoma, 30:253 
6p rearrangements in, 31:147 
6p+ and 9q-— clones in, 35:213 
+8 in, 32:64 
+11 in CMMoL, 30:109, 159; 34:41 
+11 in MDS, 30:159; 35:205 
11p15 in childhood MDS, 34:41 
Myelofibrosis 
Idiopathic in transformation, 30:139 
t(1;7) in, 36:45 
4:12 and 5;12 in, 30:139 
7q— in, 30:139 
Myelofibrosis with myeloid metaplasia 
(MMM) 
cytogenetic changes in, 32:157 
Myeloma 
chromosomes 1, 12, and 14 in, 35:27 
double i(9p) in secondary MDS 
following, 36:217 
i(17q) in plasma cell leukemia, 35:27 
malignant and chromosome changes, 
35:27 
plasma cell leukemia, 35:27 
survival and chromosomes, 35:27 
Myeloperoxidase 
gene translocated in t(15;17) in APL, 
30:103 
Myelopreliferative disorders (MPD) 
acute and radiotherapy-related, 31:229 


chromosomes in acute transformation of, 


32:157 

cytogenetics of chronic MPD, 32:157 

following MDS and treatment of 
lymphoma, 30:253 

idiopathic myelofibrosis with 4;12 and 
5;12 and 7q-—, 30:139 

myeloid metaplasia, 32:157 

polycythemia vera, 32:157 

without a Ph, 32:157 

3p— in, 32:64 

5q— and Ph in secondary MPD, 30:253 

Myxoid tumors 

chondrosarcoma with t(9;22;15), 30:145 

histiocytomas, chromosome changes in, 
30:23 


Nasopharyngeal cancer 
fragile site 1q44 and, 35:135 
t(1;3) in, 35:135 
Neuroblastoma 
cell lines, 30:225 


constitutional 1p— in patient with, 
34:235 
cytogenetics of cell lines, 30:225 
expression in leukemia, 35:109 
in ALL, AML and CML, 35:109 
N-myc in, 30:225 
stages in neoplastic evolution in 
hamster cells, 35:119 
temporal variations expressing in 
leukemia, 35:109 
1p fragile site in lymphocytes of cases 
with, 36:13 
1p— in cell lines, 30:225; 34:235 
1p— in patient and tumor, 34:235 
1p13.1 fragile site in, 31:83 
Neuroectodermal tumors 
cytogenetic abnormalities, 32:247 
inv(7), 3p—, and t(3;10) in, 32:247 
primitive, 32:247 
Neuroendocrine tumors 
chromosome changes in, 30:151 
Merkel cell carcinoma, 30:151 
#1 involvement, 30:151 
Neuroepithelioma 
peripheral (primary), 33:291 
soft tissue, 33:291 
t(11;22)(q24;q12) in, 33:291 
Nucleolar Organizer Region (NOR) 
activity in melanoma cells, 31:253 
effect of differentiating agents, 31:253 


Oncogene(s) 

biotinylated c-myc probe, 33:245 

c-Ha-ras-1 in adrenal adenoma, 30:127 

c-K-ras-2 and t(5;12) in MDS, 35:61 

c-K-ras-2 overexpression in MDS, 35:61 

c-myb in T-cell leukemia cell line with 
6q—, 33:83 

c-myc and c-mos in sarcoma, 34:111 

c-myc in colon adenocarcinoma, 33:245 

chromosomal localization, 33:245 

chromosome locations, 31:145 

Hu-ets-1 in congenital leukemia, 30:233 

increased copy in retinoblastoma, 
30:119 

Ki-ras-2 in ALL cell line, 30:239 

N-myc in neuroblastoma cell lines, 
30:225 

N-myc in retinoblastoma, 30:119; 33:25 

N-myc in Wilms’ tumor, 30:187 

papillomavirus integration sites and, 
33:93 

protooncogenes in AML and 
preleukemia, 32:133 

Orchidoblastoma 
of testes, 36:7 
without i(12p), 36:7 - 
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Osteosarcoma 
chromosome changes in, 32:149 
Ovarian tumors 
chromosome changes in, 35:83 
ependymoma, 35:83 
teratoma, 35:83 


Parotid gland 
cystadenolymphoma with t(11;19), 
35:129 
Warthin’s tumor, 35:129 
Philadelphia chromosome (Ph) 
ber and Ph-like chromosome in MDS, 
35:151 
ber in acute leukemias, 32:217 
ber in Ph— CML, 33:119 
five Phs in CML, 34:257 
in childhood ALL, 32:183 
t(3;9;22), 35:279 
t(9;11;22), masked, 34:53 
Philadelphia translocation and 
chromosome 
in secondary blood disorder with 5q-—, 
30:253 
“masked” due to t(X;22), 30:333 
Ph+ ALL, 32:64 
variant and fragile sites, 31:105 
variant translocations, 32:75 
t(1;9;22), 32:76 
t(2;9;22), 32:76 
t(2;13;22), 32:76 
t(3;9;22), 31:106 
t(4;9;22), 32:76 
t(4;18;13;9;22) in CML, 30:163 
t(5;9;22), 31:107; 32:76 
t(6;9;22), 31:107 
t(7;9;11;22), 32:76 
t(7;9;22), 31:108 
t(9;10;22), 31:108, 109 
t(9;11;22), 31:109; 32:76 
t(9;14;22), 32:76 
t(9;15;22), 32:76 
t(9;16;22), 32:76 
t(9;17;22), 32:76 
t(21;22;22), 32:76 
Phorbol 
as a mitogen, 34:165 
use as mitogen in tumors, 34:165 
Plasma cell leukemia; see also Myeloma 
chromosome changes in, 35:27 
i(17q) in, 35:27 
Polycythemia vera (PV) 
chromosome changes in, 32:157 
t(1;3)(p36;q21) in, 33:194 
transformation and t(1;3)(p36;q21), 
33:193 
Preleukemia; also see Myelodysplasia 
acute transformation of MPD, 32:157 


Subject Index 


chromosome changes in, 31:148; 32:1 
chromosome instability in, 30:191 
hypothesis in development, 32:133 
isodicentric X in, 30:45 
pre-ATL, 30:191 
protooncogenes in, 32:133 
radiotherapy-related, 31:227 
Premature chromosome condensation 
(PCC) 
improved technique, 30:301 
in ALL and malignant histiocytosis, 
35:37 
Probes 
biotinylated, 33:245 
c-myc, 33:245 
chromosomal localization, 33:245 
in colon adenocarcinoma, 33:245 
in glioblastoma cell line, 33:127 
Prolymphocytic leukemia (PLL) 
chromosome changes in, 30:65 
Prophasing; see also Premature 
chromosome condensation 
improved technique, 30:301 
in ALL and malignant histiocytosis, 
35:37 
Prostate 
adenocarcinoma cell line (PC-82), 34:91 
chromosome changes, 30:339; 35:103 
del(7q) and del(10q) in adenocarcinoma, 
35:103 


leiomyosarcoma of, 30:339 


Radiation 
persistent chromosome damage by 
localized radiotherapy, 30:245 
Rat 
metaphases of rat intestine, 36:191 
method of chromosome preparation, 
36:191 
Rectal or Colorectal tumors; see large 
bowel tumors 
Refractory anemia (RA) 
chromosome changes in, 31:148; 36:45 
t(1;7) in, 30:86, 88; 36:45 
t(11;21) in, 34:33 
Third Workshop (MIC), 32:1 
6p rearrangements in, 31:148 
11p15 in childhood, 34:41 
Refractory anemia with excess of blasts 
(RAEB); see also Myelodysplasia 
ber in case with Ph-like chromosome, 
35:151 
chromosome changes in, 31:148, 167; 
32:1; 33:39 
dic(16;22) in, 35:143 
distinct clones in, 35:213 
in transformation of MPD, 32:160, 161, 
162 
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isodicentric X in, 30:45 

sex chromosome anomalies and, 35:243 

t(1;3)(p36;q21) in, 33:194 

t(1;16) in, 31:167 

t(3;4) with megakaryoblastic 
proliferation, 34:5 

t(3;11) in, 31:167 

t(11;21) in, 34:33 

t(Y;1)(q12;q21) in, 34:285 

Third MIC Workshop;, 32:1 

1q+ in cases with, 31:165 

6p rearrangements in, 31:148 

6p+ and 9q-— clones in, 35:213 

Refractory anemia with excess of blasts in 

transformation (RAEB-t) 

case changing to AML (M2) with an 
abnormal 16 and eosinophilia, 31:217 

chromosome changes in, 33:39 

del(8)(q22) in, 30:319 

DMS in, 34:47 

HSR breakdown into DMS, 34:47 

t(11;21) in, 34:33 

Third MIC Workshop, 32:1 

transforming to M4, 30:319 

6p rearrangements in, 31:148 

+11 in, 35:205 

11p15 in childhood, 34:41 

Refractory anemia with ring sideroblasts 

(RARS) 

chromosome changes in, 33:39 

t(1;7) in, 30:84 

t(11;21) in, 34:33 

Third Workshop (MIC), 32:1 

5q— in, 32:65 


Renal tumors 


binucleated cells in, 31:211 

carcinoma with 3p— in von Hippel- 
Lindau, 33:59 

chromosome changes in cell line, 33:133 

chromosome changes in nonfamilial, 
34:135; 35:41 

chromosomes 1, 3, 7, 8, and 14 in, 
30:53; 34:135 

chromosomes 3 and 5 in cancer, 35:41 

cytogenetics of adenocarcinoma, 30:53; 
34:135 

double-loss mechanism, 36:197 

fragile site at 3p14, 31:75 

fragile sites in tumors with t(3;8), 31:69 

genomic defects in, 34:135 

hereditary RCC, 36:197 

in von Hippel-Lindau syndrome, 33:59 

intratumor chromosome heterogeneity, 
32:35 

karyotypes in cancer, 35:41 

recessive genes in RCC, 36:197 

renal cancer cell line, 33:133 

Wilms’ tumor with t(11;11), 33:145 


with hypodiploidy (34 chromosomes), 
31:211 
Xp11 in, 30:53 
1q21 in, 30:53 
3p in, 33:59, 133; 34:133, 135 
3p in RCC, 36:197 
3p11-21 in, 30:53; 31:69, 75; 32:35 
+7 or +7,+7 in renal cancer, 34:135 
14q22 in, 30:53 
Restriction Endonuclease 
Hpall and MspI, 34:251 
studies in CML, 34:251 
Retinoblastoma 
amplified N-myc in cell line, 33:25 
bilateral, with 13q— mosaicism, 32:169 
chromosome abnormality and N-myc, 
30:119 
chromosome changes in, 31:167 
germinal mutation in, 32:169 
N-myc in, 30:119; 33:25 
SCE in patient with mosaic 13q-, 
32:177 
t(1;19) in, 31:167 
1q+ in, 31:165 
13q— mosaicism, 32:169 
Rhabdomyosarcoma 
congenital with t(2;8), 30:343 
in Roberts syndrome, 31:285 
t(2;8) in, 30:343 
Ring chromosomes 
in CLL, r(1), 33:156 
in histiocytoma, 30:23 
in meningioma, 33:275 
in mesothelioma, 33:251 
in myelodysplasia, 33:39 
in T-cell malignancies, 30:65 
r(1) in leiomyoma of uterus, 36:183 
r(6) in APL, 34:273 
Roberts syndrome 
rhabdomyosarcoma in, 31:285 
Robertsonian translocations 
in cancer, 35:79 
rarity in cancer, 35:79 


Salivary gland tumor(s) 

cystadenolymphoma with t(11;19), 
35:129 

benign, chromosomes in, 32:11 

effects of tissue culture techniques on 
cytogenetics, 33:229 

pleomorphic with t(3;8), 35:281 

t(3;8) in, 33:229; 35:281 

t(11;19) in parotid tumor, 35:129 

translocations in, 32:11 

Warthin’s tumor with t(11;19), 35:129 

8p changes in, 31:301 

8q12, 12q13-15, 3p21 in, 33:229 
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Sarcoma 


c-myc and c-mos in a poorly 
differentiated sarcoma, 34:111 

chromosome breakage in patients with 
musculoskeletal, 33:299 

endometrial (stromal) with t(10;19), 36:1 

Ewing’s sarcoma, 31:167; 32:229, 239 

fibrosarcoma with t(X;18), 30:323 

granulocytic of small intestine, 35:231 

ins(10;19) in endometrial sarcoma, 36:1 

leiomyosarcoma of extremities, 34:209 

leiomyosarcoma of prostate, 30:339 

leiomyosarcoma of retroperitoneum, 
35:47 

leiomyosarcoma of small bowel, 30:285 

liposarcoma with t(12;16), 34:117 

metastatic liposarcoma with t(12;16;16), 
34:119 

monosomy 9, 18, and 22 in 
leiomyosarcoma, 35:47 

M4 with inv(16) and eosinophilia 
following sarcoma, 35:231 

osteosarcoma, 32:149 

rhabdomyosarcoma (congenital), 30:343; 
31:285 

synovial, 30:183 

1p13 and 11p13 in leiomyosarcoma, 
35:47 

46,XX,—8, +mar in a sarcoma, 34:111 

Secondary leukemias; see Treatment- 

related leukemias 

after treatment of HD, 36:165 

antineoplastic agents and, 33:201 

case with t(8;21)?, 31:271 

in lymphocytes of patients with oral 
leukoplakia, 36:177 

in MPD, 32:157 

long-term cytogenetic effects of therapy, 
33:201 

multiple clones in squamous cell 
cancer, 36:149 

Sézary syndrome 

chromosome changes in, 30:65 


Sister chromatid exchange (SCE) 


betel chewing and SCE, 32:211 

effect of oral contraceptives, 32:211 

effects of drug regimens in lymphoma, 
36:89 

frequency in lymphocytes of lymphoma 
cases, 36:89 

in marrow, 31:157 

in patient with retinoblastoma and 
13q— mosaicism, 32:177 

in pregnant women, 32:211 

levels in uremia, 36:55 

SCE after cytostatic agents, 31:157; 
36:89 
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Skin 


chromosome changes in squamous cell 
carcinoma, 36:149 

cancer in xeroderma pigmentosum 
patient, 33:29 

multiple clones in squamous cell 
cancer, 36:149 

squamous Cell cancer, 33:29; 36:149 


Squamous cell carcinoma 


chromosome changes in, 33:29 

chromosome 14 in, 33:29 

chromosomes in, 36:149 

cytogenetics of, 32:93 

in situ, 36:149 

inv(4) in, 36:233 

multiple unrelated clones, 36:149 

of hypopharynx with inv(4), 36:233 

of skin, 33:29; 36:149 

of skin in xeroderma pigmentosum, 
33:29 

of tongue, 32:93 

unrelated clonal chromosome 
abnormalities, 32:93 


Synovial sarcoma 


t(X;18) and ins(15;11) in, 30:183 
t(X;18) in, 33:311 


T-cell malignancies 


adult T-cell leukemia line, 34:77 

ALL (T-cell) with t(1;18), 30:165 

ALL (T-cell) with t(9;11), 31:263 

c-myb in T-cell cell line with 6q-—, 
33:83 

chromosomes in pre-ATL, 30:191 

CLL, 30:65 

cutaneous lymphoma, 30:65 

cytogenetics of, 30:63 

cytogenetics of T-cell lymphoma, 36:123 

immunoblastic sarcoma, 30:65 

mycosis fungoides, 30:65 

PLL, 30:65 

Sézary syndrome, 30:65 

T-cell line with 6q—, 33:83 


Technique(s) 


for culturing and harvesting of marrow, 
lymph nodes, etc., 32:59 

for PCC, 30:301 

for solid tumors, 32:59 

method for rat intestine chromosomes, 
36:191 

methotrexate for bone marrow, 33:213 

molecular in cells fixed with Carnoy’s 
34:159 

phorbol as a mitogen in tumors, 34:165 

robotic harvesting, 32:59 

thymidine release synchronization, 
33:213 
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Telomeric association 
in histiocytoma, 30:23 
Teratoma 
after testicular germ cell tumor, 32:51 
chromosome changes in, 32:51 
mature with balanced karyotype, 32:51 
of ovary with +3, 35:83 
Testicular tumors 
a new subgroup?, 35:171 
combined tumor, 35:161 
germ cell tumor, 32:53; 35:159, 171 
i(12p) in, 32:53; 35:159 
i(12p)-negative tumor, 35:171 
karyotype in, 32:53; 35:159, 171 
nonseminoma, 32:51; 35:159 
nonseminomatous part, 35:161 
orchidoblastoma without i(12p), 36:7 
residual teratoma with simpler 
karyotype, 32:53 
seminomatous part, 35:160 
Tetraploidy 
in acute mixed-lineage leukemia, 33:185 
—Y and tetraploidy, 33:185 
Thrombocythemia, essential (ET) 
cytogenetic changes in, 32:157 
Thrombopoiesis and thrombocytosis 
inv(3)(q21q26), 30:3 
t(3;6) with basophilia in AML, 30:261 
Tongue 
complex chromosome changes in a 
cancer, 32:93 
squamous Cell cancer in, 32:93 
Translocations 
dic(14;14), Robertsonian, 30:133 
dic(16;22) in ANLL and MDS, 35:143 
five Phs and (1;17) in CML, 34:257 
in a squamous cell carcinoma, 32:93 
in acute transformation of MPD, 32:157 
in adult T-cell leukemia cells, 34:77 
in an ependymoma, 36:25 
in ANLL, 34:11 
in Burkitt cell line, 34:63 
in childhood ALL, 32:183 
in colorectal tumors, 32:43 
in dysplastic nevus syndrome, 35:73 
in endometrial cancer, 33:67 
in Ewing’s sarcoma, 32:229 
in leiomyosarcoma, 34:209; 35:47 
in MDS, 33:39 
in meningiomas, 33:275 
in mesothelioma, 33:251 
in myeloma and plasma cell leukemia, 
35:27 
in Ph-negative CML, 35:223 
in prostate cancer, 35:103 
in prostatic cancer line, 34:91 
in salivary gland tumors, 33:229 
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in squamous cell cancer of skin, 36:149 

in testicular tumors, 32:51 

in Wilm’s tumor, 34:223 

Ph translocations (variant) 35:179 

Robertsonian in cancer, 35:79 

variant Ph translocations, 32:76; 35:179 

variant translocations in Ewing’s 
sarcoma, 32:229 

(X;1) in renal cancer, 30:59 

(X;3) in renal cancer, 33:59 

(X;4) in a leiomyosarcoma, 34:209 

(X;12) in leiomyoma of uterus, 32:11 

(X;18) in fibrosarcoma, 30:323 

(X;18) in synovial sarcoma, 30:183; 
33:311 

(X;19) in oligoblastic granulocytic 
leukemia, 35:237 
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